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Amendments To The Claims r 

This listing of claims will replace all prior versions, and listings, of claims in the 
application: 

Listing of claims: 

52. (currently amended) An isolated and genetically modified hybrid glucose-6- 
phosphatc dehydrogenase (G6PDH) comprising the amino acid sequence of SEQ ID NO: 
6 wherein the hybrid G6PDH is modified to have a peptide inserted into at least one 
specific position from the group consisting of the position between amino acid residues 
294-295, between amino acid residues 302-303-tG, between amino acid residues 305-306. 
between amino acid residues 306-307, between amino acid resid ues 308-309, between 
ami no acid residues 309-310 b etween amino acid residues 362-363, tbeN-lerminal 
(before amino acid residue 1) and the C-tenninal (after amino acid residue 486~) : and 
wherein said peptide consists of at least 6 amino acid residues of the amino acid sequence 
of SEQ ID NO: l n and fyrtfrci; wherein sa id modified amino acid sequences with SEP TP 
NO: 6 continues to have gluco$e-6-phosphate dehydrogenase activity . 

53. (currently amended) An isolated and genetically modified hybrid glucosc-6- 
phosphate dehydrogenase (G6PDH) comprising the amino acid sequence of SEQ ID NO: 
6 wherein the hybrid G6PDH is modified to have a peptide inserted into at least one 
specific position from the group consisting of the position between amino acid residues 
294-295, between amino acid residues 302-30340, between amino acid residues 305-306, 
between amino acid residues 306-307, between amino acid residues 308-309, between 
amino acid rcsid u es 309-3 1 0 b etween amino acid residues 362-363, the N-terminal 
(before amino acid residue 1) and the C-tenminal (after amino acid residue 486) ; and 
wherein said peptide consists of at least 6 amino acid residues of the amino acid sequence 
of SEQ ID NO: 2 , and further wherein said modified amino acid sequences with, SEQ ID 
NO: 6 continues to have gIucose-6-phosphate dehydrogenase activity . 
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54. (currently amended) An isolated and genetically modified hybrid glucoses- 
phosphate dehydrogenase (G6PDH) comprising the amino acid sequence of SliQ ID NO: 
6 wherein the hybrid G6PDH is modified to have a peptide inserted into at least one 
specific position from the group consisting of the position between amino acid residues 
294-295, between amino acid residues 302-30340, between amino acid residues 305-306. 
between amino acid res idues 306-307. between amino acid res id ues 308-309, between 
mninQ_a_ cid residues 309-310 between amino acid residues 362-363, the N-tcrminal 
(before Amino acid residue n and the C-tcrminal (after amino acid residue 486V and 
wherein said peptide consists of at least 6 amino acid residues of the amino acid sequence 
of SEQ ID NO: 3 , and farther wherein said modified amino acid sequences with SEP ID 
NO: 6 continues to have glucose-6-phosphate dehydrogenase activity . 

55. (currently amended) An isolated and genetically modified hybrid glucose-6- 
phosphatc dehydrogenase (G6PDH) comprising the amino acid sequence of SEQ ID NO: 
6 wherein the hybrid G6PDH is modified to have a peptide inserted into at least one 
specific position from the group consisting of the position between amino acid residues 
294-295, between amino acid residues 302-3034G, between a mi no acid residues 305-306. 
between am ino_ acid residues 306-307, between amino acid residues 308-309. between 
amino acid residues 309-310 b etween amino acid residues 362-363, the N-tenninal 
(beforeami no acid residue n and the C-terminal (after amino acid residue 486 ); and 
wherein said peptide consists of at least 6 amino acid residues of the amino acid sequence 
of SEQ ID NO: 4 , and further wherein said modified amino acid sequences with SEP ID 
NO: 6 continues to have glucoso-6-phosphate dehydrog enase agtivky. 



56. (currently amended) An isolated and genetically modified hybrid g1ucose-6- 
phosphate dehydrogenase (G6PDH) comprising the amino acid sequence of SEQ ID NO: 
6 wherein the hybrid G6PDH is modi fied to have a peptide inserted into at least one 
specific position from the group consisting of the position between amino acid residues 
294-295, between amino acid residues 302-303W, between amino acid residues 305-306 t 
be^em amin o acid residues 306-307, between amino acid residues 308-309. between 
amino' acid residues 309-310 b etween amino acid residues 362-363, the N-tenninal 
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(before amino acid residue 1) and the Olenninal (after amino acid residue 4861 : and 
wherein said peptide consists of at least 6 amino acid residues of the amino acid sequence 
ofSliQJDNO; 5 , and further wh e rein said modified amino acid sequences with SEP ID 
NO: 6 contin ues to have glucose-6-phosphatc dehydrogenase activity . 

57* (currently amended) An isolated and genetically modified hybrid gIucosc-6- 
phosphatc dehydrogenase (G6PDH) comprising the amino acid sequence of SEQ TD NO: 
6 wherein the hybrid G6PDH is modified to have a peptide inserted inlo at least one 
specific position from the group consisting of the position between amino acid residues 
294-295, between amino acid residues 302-3034G, between amino acid residues 305-306, 
between amino acid residues 306-307 v between amino acid residues 30 8-309, between 
am i no aci d residues 309-310 b etween amino acid residues 362-363, the N-lerminal 
(before amino acid residue 1) and the C-terminal (after amino acid res i due 486) ; and 
wherein said peptide consists of at least 6 amino acid residues of the amino acid sequence 
of SEQ ID NO: 46 ,_and, further wherein said modi fied amino a c id sequences with SEP 
TD NO: 6 continues to have glucose-6-phpsphatc dehydrogenase activity . 

58. (currently amended) An isolated and genetically modified hybrid glucose-6- 
phosphate dehydrogenase (G6PDH) comprising the amino acid sequence of SEQ ID NO: 
6 wherein the hybrid G6PDH is modified to have a peptide inserted into at least one 
specific position from the group consisting of the position between amino acid residues 
294-295, between amino acid residues 302-30343. between amino acid resid ues 305-306, 
between amino acid residues 306-307. between amino_acid residues 308-309, between 
amino, acid res i ducs 3 09-3 1 0 b etween amino acid residues 362-363, the N-terminal 
(before amino acid residue 1) and the C-terminal (after amino acid residue 4861 : and 
wherein said peptide consists of at least 6 amino acid residues of the amino acid sequence 
of SEQ ID NO: 5 0, and further wherein said modified amino acid sequences with SEP 
ID NO: 6 continues to have glucose-6-phosphale dehydrogenase activity . 
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